RE: Important bug notice for MriCloud service
Dear users of MriCloud,

Thank you for using our MriCloud service. One year has passed since we introduced MriCloud and today I want to make a very important notice about several bugs that might have affected you. Please read this notice carefully to make sure you are not affected by this error. I would like to make sincere apology if you are the one who are affected and I hope it won’t affect your research significantly.
1: There was an error in the online manual at https://braingps.mricloud.org/docs/tutorials/download_results/download_results.html.
In the table describing the output files, there used to be three text files;
xxxlabels_stat.txt
[bookmark: _GoBack]xxxlabels_correct_stat.txt
xxxlabels_MNI_stat.txt

These files contain information about the volumes of defined structures. In the old manual, they were explained as;

xxxlabels_stat.txt: Volumes in the native space
xxxlabels_correct_stat.txt: Relative volumes in the native space (normalized by the whole brain volume)
xxxlabels_MNI_stat.txt: Volumes in the MNI space

However, the correct description was;

xxxlabels_stat.txt: The number of voxels in the native space
xxxlabels_correct_stat.txt: Volumes in the native space 
xxxlabels_MNI_stat.txt: Volumes in the MNI space

The first two files give the same results if your T1 images were 1x1x1 mm, but if your images are 1x1x1.2mm, you need to use “xxxlabels_corrected_stat.txt”. 

To avoid future confusion, we will remove “xxxlabels_stat.txt” from the output files.

2: Right and left issue

It is always difficult to make sure which is left and which is right for the images you submit because there are two different conventions (radiology: image left is patient right, neurology: image left is patient left). We always assume that the images that are submitted to MriCloud follow the radiology convention. Because it is difficult to control this issue if the images are previously touched by other programs, we always recommend to use raw DICOM data directly from scanners and use our Dcm2Analyze program for the conversion. However, we found that our Dcm2Analyze program converts some of the Siemens DICOM to the neurology orientation. We posted a new versions (V.2 and V.3) of Dcm2Analyze to correct this problem. We will do every effort that images always follow the radiology conventions as long as data are processed using our programs. Because Analyze format doesn’t have a proper field to keep track of the orientation, we are currently developing an interface for Nifty files but if the files are provided from third party software, there is no guarantee that the header information is always correct. As a matter of fact, correct conversion of DICOM files to other formats with a consistent image orientation is not easy as they are controlled by private fields in DICOM which may change as scanner manufacturers update their systems. Therefore, I would strongly recommend to make sure your images are in the right direction by inspecting the images in the output files.

Version notes for Dcm2Analyze:

V.2: Due to the fact that it is always difficulty to stack sagittal image slices correctly, because there are two different image viewing conventions (radiologist: image's left is patient right; neurologist: image's left is patient left),   a new feature is added into version 2 that can recognize the image slices order and rebuilt the Analyze files accordingly.

V.3: The new version, V3, covers additional DICOM formats, including Siemens Mosaic, Philips Enhanced DICOM and regular DICOM files.

